Table S1: Generalized mixed-effect model (GLMM) analyses observing effects changing the error frequency of micro- and megasporogenesis in Ranunculus with regard to ploidy level, generation and sex. Calculations were based on 115 Ranunculus plants and more than 13,000 individual data points. R calculation output is visualized including standard error and z value. Regression estimate and p value are calculated by GLMM analysis and the tested factor is referred to the test and base line categories. 

	Subset
	n
	tested factor(s)
	base line
	test category
	GLMM Regression Estimate
	Standard Error
	z value
	p value

	Male
	9193
	ploidy level
	
	(intercept)
	-3.99
	0.13
	-31.85
	< 0.001

	
	
	
	2x
	4x
	2.19
	0.23
	9.38
	< 0.001

	
	
	generation
	F2
	P
	-0.77
	0.33
	-2.35
	< 0.05

	
	
	
	F2
	F1
	-0.63
	0.22
	-2.85
	< 0.01

	
	
	combined

effect
	2x, F2
	4x, P
	-0.88
	0.50
	-1.76
	0.08

	
	
	
	F2
	4x, F1
	-0.60
	0.35
	-1.71
	0.09

	Female
	3660
	ploidy level
	2x
	(Intercept)
	-1.55
	0.04
	-35.08
	< 0.001

	
	
	
	
	4x
	0.17
	0.24
	0.73
	0.46

	Male/ 

Female
	7438
	ploidy level
	
	(Intercept)
	-1.55
	0.04
	-35.08
	< 0.001

	
	
	
	2x
	4x
	0.17
	0.24
	0.73
	0.46

	
	
	sex
	female
	male
	-2.44
	0.13
	-18.36
	< 0.001

	
	
	combined

effect
	2x, female
	4x, male
	2.02
	0.33
	6.05
	< 0.001


